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BLAS T 2 SEQUENCES RESULTS VERSION BLASTN 2.2.2 |Dec-14-2001] : 



Malch:!^ M*match:II~ gap openf"" gap extension^ 
v HmnoffrtBT" expect:jH QgPi ^o rdsize: ^ 



Sequence 
1 

Sequence 
2 



d Hoiao sapiens endothelial differentiation, sphingolipid G- Length2753 0. 

^7635 protein-coupled receptor, 1 (EDGl),tnRNA 

lcl|stq_2 



2753) 
Length 25 (1 - 25) 




MOTE:The statistics (bitscore and expect value) is calculated base<J on the size of nr database 
NOTEilfproteir translation is reversed, please repeat the search with reverse strand of the query 



sequence 

Score - 43:0 pit* (WK Expect « 1-6 
Identities = 24/ ; 25 (96%) 
Strand m Plus / Minus 



Ouerv lie ct icacaaaaagcbtggatcactca 142. 

Q y mi mini 1 1 iiiiiiiiiii 

Sbjct: 25 ct icacaaaaagcttggatcactca i 



CPU time: 



0 . 06 user sees. 



0.05 sys. sees 



0.11 total sees. 



Lambda '. K H 

1.33 : 0.621 1.12 

Gapped 

Lambda H 

1.33 0.621 1-12 



Matrix: blast i matrix:! -2 _ 

Gap Penalties : Existence : 5 , Extension t ; 2 

Number of. Hits'.. to BB: 1 



http://www.ncbi .nlm ; inli.gov/bJastA>12seq/wblast2.cgi 



3/8/2002 



05/10/2002 15:51 FAX 86023601 

- Blast Result 



CANTOR COLBURN , LLP 



B1018 

Page 2 of 2 



Number Of 
Number of ; 
Number of 
Number of- 
length of 
length of 
effective 
effective 
effective 
effective 
effective 

T : P ' ' 
Ai::. 30 ■= 
XI: 6 '(11.- 
X2: 26 (50 
SlY 12 {2.3 
S.2: 21 (41 



Sequences: p 
eix tensions.: l 
successful extensions: 1 
•sequences better than 10.0: 1 
queiy: 2753^ 

database: 5,006,917,93s 
HSP length: 25 
lencth of query:: 2728 . 
lenctn of databases 5, 000, 452v 7.10. 
search space: 13641234992880 
searctespa^e used': 13641234992,880 



5 b:ts) : 
0 Jilts)' 
8- 1 i'its) 
.1 bifcaf 



http://www.ncb ..nlm.nih.gov/blast^llseq/wblast^.cgi 
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